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1. —^^m^^D^A^'f'. ^#tiE^E^, 'S'Sfig: mmM^xmyGFsm^ 

^MiM'^SEQ ID NO:2B'f:5^6tli^3?!). 

3.^:R^Jll^l0f^&6«lDNA4^^, ^#^E^E^, T^^HM^'^SEQ ID NO:ltf 
10 :^=S=^5-910^e<I^3?ll. 

4~^^^^WG¥5m^^Sk, ^#tE?E^, -e^SS: ;i:WSEQIDNO:2iC 

15 6.— ^ii#«E^^. '^^mum^mmmmm^Ao 

8..-#^^:i.WHDGF5il&^tte«j^Jlfc61i:^y*, ^#^E:&^, 

i^^d, j^^HDGF5^e*ii^#, m^mm'&mm\}^sEQiDNO:i^)Am'^m 

20 5-910^e<i:|^=S=MJ^3^^Mi:!>70%6«II^5!H4! 

(d)^^ tb :ir WHDGF5II e . 

P.-^t^^, ^#^E^^, '&-^HDGF5^e^ftk#^14^^. 
25 10— ^#|E:&^. -S-^WJrW^O SEQIDNO:! DNA:$J- 

8-100 
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5 ^:^mi^ 

10 

ffF?i^^^-K:@Taiepatoma derived srowth factor, HDGF)J1— 
6<J^-|^S^, i^>hig$5?t^*:tbmKlagsbrun,M.^A l9Z6^^i^X (P.N.A.S. USA 
Vol.33, pp2448-2452, IPSe)"*"- Klagsbnm.M.^A>y.A6<Jlf ?i^Ji&^ 

20 SK-HEP-1 ^'^mik.T-'^m 18.5.19KD MSS^. i^C^t'Hi'^fitl— 

^ 1989 B:^:kmx^mi^um Nakamura mm^bm.mmhkxmfi^^^m 

mWlinil-7 ^^^itBl—^m 64KJ>^m&m^»^^^^ HDGF(Clinic Chimica 
Acta.,183: 273-284 , 1989), Nakamura,H.^A5l*fT^S^ fitl^'HS'l* 

25 >ffifP?btlf^7^i^6<I^^. ^iA.:Jt,HDGF/5I^^^HtB:^m6«IPDGF^ FGF , 
HGF(ffF^^-feS^)^^Jia@^, 1997 ^^l5^^i£^h»,'4'ii|?!lT HDGF 

M^^^mTT^mmmmm^m^m,m hrp-i . hrp-2 , -^mnMc^—^^^ 

^^fitf 98 HATH (homologous to the amino terminus of HDGF)j^^ 

( Biochem. Biophvs. Res. Commun. 238:26-32 . 1997), 1999 ^^^^^X^A^ 
30 4^m^^mmT HDGF mmmm^^-^^^ HRP-3 (Biochcm. Bionhvs. Res. 
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Commun. 266(l):81-87 , 1999)o 
HDGF5 . 

5 

:*::^3j^^^T5^fi' A HDGF5 »@j^3^y^PM e atliS^ - 

15 AHDGF5 mB^^ffij^sk^m'wmmm, m^m^'^m^m^ seqidno:i ^ 
j^m^m 5-910 ^^m'wmi¥mmm{> lox^mm^-, m^m^mm^wmmm 
^^mrm^i'^y^ seqidno:i '^hKm^m 5-910 ^m^'wm^n^'Ss^o 

i^mmm SEQ ID NO:i ^j^m^^m 5-910 umm'wmmi] . 

20 ^2|s:aiae<I^— ^M. ^^T-#^li56tlHDGF5llS^Jijt, -S-^^: 

25 ^:^^mm^-:^m, ^mr-^r^^Mm hdgf5 m^m^^^nk^^ 
30 (b)>i^^ii(a)4' 6<i^ii^^2|c^A^t±^fl&. mj^wDGFs mB^n^mmt 



(d)4h^m=icW HDGF5 |ie?S'ttfi<J^lto 

5 

10 tto mm^^}¥mmGQnhank&m-^tiaTt 





AAL29938 


<!n I^HRPl 


JC5661 


/> i,HDGF 


JC5660 


:fei.HDGF 


AAL47132 


AHDGF 


D16431 


Ahrpi 


AAH18991 


AHRP3 


BAA90477 


^HRP3 


AB029493 


/J^ i.HRP2 


JC5662 


::fe^HDGF3 


AAK50635 



^umm)^ HDGF mm^m^^^m^mmmmo 

15 M^w^m-^^ 

^^Rm^. "^i^m" . "minify" m'^m^^^m" dnaju^, ^dna 

^^asj^", Tj?:^ " HDGF5 llfi(sK^Ji*:)^5^;^^y" ^^mM'W HDGFS 

20 $p sEQiDNOri ^ 5-910 ^m^wm^mR^n^ 





^mi'^n^^, mu^ seqidno:i 5-910 ^m^wmmmmmm^^^ 70% 
mn^mmm^^ih seq id no:2 mm^^no ^:^i^m^mm^'¥^r'M 

5 mj^n^^^^'&mmu jtk^h. ^:^m7£^m^ seq id no:i 4'>y.^=ff^ 5. 

"wm^mo ^i^^^^i^m^mM^n^x hdgfs mmmmm^m seq id 
NO:i 5ffi5c^ffii?^'J6ti^:^?]^^o mm^^m^'^i^m^^m^): ^T^ca 

^^l^, lO^Uili^, m^i&^5>hljilj^)^=irm- ^s^^BJWa^ii^J^yw 

l^J^DNA^RNA, PlU^^mmM'^o 

^^:^m^. m^m^0^M^^M^>^w^u.^^m^ 20%, 

50%, |E:#J& 80%, 90%(Sc^m^Mfiit)o ^fiJKWisA^'liM'^ 

NO:2 j^^!j6<J^lto i^7|?:T§aS'aiSA^^AHDGF5*a|SI?fttg6t)^ SEQ ID NO:2 
J^^!lfi<I^^J^5^;o i^^5^^J^^>a^g«i^^PBi=^): ^^^(S^^ 1-50 >h, ^ 

20 #^i.3o>h, M#i&i-2o^, m.^iikuio^Mmm^^^> mAnom^i-t, 

25 mi^^m HDGF5 M S fi^J^gl^^H-^Sl^S'lt^^i^o 

^EllFsR^fi<J?^^S[^#Ttfe-^ HDGF5 DNA ^^6<IDNAM^ 

^e«iMe> UilSTpJfli^ HDGFS ^|jk6«itft:jfiL«^#fi<i^J»:B£Se. 2|s::^Hj^il'^ 

30 :$::^Hja'&3f§7 HDGF5 ^J3jSc6<J RT^Ii^t^o it^, i^>ltaJ:W HDGFS ^ItJ^ 

mmm^>m 10 -ti^^m^m, mitMi>^ 30 ^mmm.mm, ^^mm{>^ so 




^m^m^ HDGF5 m^m^&simmiu^o ^mmim^^m hdgfs ^jw: 

^*:S:HJ4', " XHDGFSW^^^^^Sk" Jg-^SEQ ID NO: 26<imSMi? 
20 ^ 1 . 









Ala (A) 


Val; Leu; lie 


Val 


Arg (R) 


Lys; Gin; Asn 


Lys 


Asn (N) 


Gin; His; Lys; Arg 


Gin 


Asp (D) 


Glu 


Glu 


Cys (C) 


Ser 


Ser 


Gin (Q) 


Asn 


Asn 


Glu (E) 


Asp 


Asp 


Gly (G) 


Pro; Ala 


Ala 


His (H) 


Asn; Gin; Lys; Arg 


Arg 
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lie (I) 


Leu • Val • Met * Ala • Phe 


Leu 


Leu (L) 


lie* Val' Met' Ala* Phe 


lie 

X X ^ 


Lvs (K) 


AiTff'" Gin* Asn 


Arcr 


Met (M) 


Leu' Phe* lie 


Leu 


Phe (F) 


Leu' Val' lie* Ala- Tvr 

f fUXf XXWf J & X CL f X J X 


Leu 


Pro fP^ 


Ala 


Ala 


OCX \0/ 


Thr 

1 IIX 


Thr 

X IIX 


Thr (T) 


Ser 


Ser 


Trp (W) 


Tyr; Phe 


Tyr 


Tyr (Y) 


Trp; Phe; Thr; Ser 


Phe 


Val (V) 


lie; Leu; Met; Phe; Ala 


Leu 



:^Mm^'^m HDGF5 ^s)simmmnR%)^Wim&xmmo &^]^x^m^ 
m'^^nmrnmp^ HDGF5 m^^o 

^um^'^^nmY^m^m^mmmm^^, ^^^a^^irW hdgfs 

^^^^^^m HDGF5 ^mm^'^'o 

:^:^m^^^mm hdgfs m'&mi¥nm-:^m. '^^^m±f^tfym^^^^a 

10 mmm^mo ^m'^^m-m.ti^ 20-50 ^m^^mo 



Amm. mm%^mmmo t^^m, mm^m^ik&M^^m, n cuomm^ cos 
5 mm^o 

^^km^'^I^M HDGF5 DNA ^Jt^>tS^fli6«J^I*:S:W#^14fitl^ jSI^ 

HDGF5 mmj^mm)i^o ^^m, i^mm^^ hdgfs sHj^#i^M-^^^<a^ 

10 MnDGVsm^m^l'^ m-a^lP^^^^ni^ HDGF5 ^a?ij|g6«I^#o :^^m 

^^^m^m^^^^^^^^M^^ HDGF5 mmi^mm^^^i^'' 

#Jtm, $P Fab'm(Fab).Jtm; iruM^; 5t#X^«6<]^^ Fv 

15 

m.itm HDGF5 S@?=tISR#^:i^tn:li146<I>T'S» 

20 mm^^m^:^^mM^ KoWer ^A, Nature 256;495. 1975; Kohler ^A, 
EvurJ.Inmwnol. 6:511, 1976; Kohler #A, Eur.J.Iminunol . 6:292, 1976; Hammerling 
^ A, In Monoclonal Antibodies and T Cell Hvbridomas. Elsevier, N.Y., 1981)- 

m&^^W'^^mmwi hdgf5 ^^mm^i^^R^m^ hdgf5 :^m&^mWo 
mmj^^m^w^M^m-^^mw^umj^mmmm-t'a e. coii)4'^^/^6<j^Ej^ 

30 :^^m^AnDGF5m'^m±^mm^>^^m.^'^um?cRrm^^ mm 




• • • 

mm DNA j^^ijo ptji^^ dna mn3\x:^mi^'^^^^ dna ^"^^iiamw) 

likM in Uil^J*^ (Stewart ^ A, (1969) Solid-Phase Peptide Synthesis. WH 
15 Freeman Co., San Francisco; Merrifield J. (1963) J. Am Chem. Soc 85: 
2149-2154). :&#^h'^^^&MWUlffi¥X^e^a^To miOi, RrUiffi Applied 
Biosystems fl^J 431A Mlik'^^'K. (Foster City, CA)5|€ g^-^^Jfto nU^Mik. 

20 (FISH), m cDiiA-^m^^m:^mt^m-^i^mn^^* ■m^mmmm^m'^i^^ 

T^fi^TltRrUiHS^ffi^M^SOObpfiflcDNAj -&Rr(Jilffiffl-|^M#«r 2000bp^#H 
cDNA . JftT^^Ti^ » Pr#JE Verma ^A, Human Chromosomes: A Manual of 
Basic Techniques, Pergamon Press, New York(1988)o 

^(MendeIian)A5t#!ISC$gJ^(Rril3l Johns Hopkins University Welch Medical 
Library :&ra±^#)- ^B. 5ai±^^^«f5|5^^^@-^B^^^Inl-^fe#E 

mm, 'H'M^^m^mm^i^mum'^^^mtfy cdna mmm^m^mmm 



hdgfs m&^m, n\^m^^^mmM^±^m^^mi^^ 
^mmw'^mis.^^m^y. m^m. m^m^ ^> -m-^. 

20 WLmuT^m^m lo ^g^#iikT^^j*jt^'tF lo '^■M./=f'%wn-m i 

Jt BISR gUrP^ tim n :^ fi^ o 

:&2|s::^HJ6<I— AHDGF5 6<J cDNA ^l^^J^^dJ^^jIk^ 
25 UJIA^AA gtllcDNA:S:^(ji!&S Clontech'^^)^m^&, ffiS^=irm Al : 

5'- cgctatgtcttgcttcagccg-3'(SEQ ID NO:3) ^ IE IrI 51 , *^=S'M A2 : 5'- 
ggccctagcgggtttcccaag-3'(SEQ ID NO:4)^ S |bJ ^ I , jife^f PGR , PGR 
93 IC 4 mit\>J.9^'C\^¥f. 68 ri ^^-^^ 72 1 ^^mf 35 ^tlif , 

SB 72 -CMj* 5 :5)'#|>o *5;}::^i!l#iiJ0fi PGR >t^, 1000 >h^i^Kl-fejS» 

BSEQIDNO-.l . ^^JfWi^mU'f- S-9\Q^1^'Wmo 



HDGF t^m^^mmt^^^^^M^m^Bikms^m^mmw^^^^ 

^r'&mm^, sm hdgf :^i^^mw.^i^mmm^, -^mMiEn^mRmm 
m^^mm^'W^w^^mm^^m.j^m. Rr^aa smc . m cos-i > 
swiss-3T3> HuH-7. 7.1.1 mm^^m:'. '^^um^M^sk^^^mmnoik'^^ 

Sllfc. :$::gH8fi«JHDGF5:^fF^^^^-^I^BWIIJ^{£3aiT^I&e<]lilt. 
20 :*::^HJ6<jHDGF5Jld-^#^l&iPW:^|5l@M6<]WM;«-^f^ffi, SjIfc^ERrffi^ . 

3imM^M^#inSambrook#A, It : ^^:^¥iKNew York: Cold . 

30 Spring Harbor Laboratory Press, 19S9)^Bfm^^i'¥, m^MMT^r'^BxMiXtfy^ 
#. 
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mMm 1 

HDGF5 m cDNA ^^j^tl^lt^H^ 

1. ^mrm 

5 ^X^% X gtUcDNA n Clontech ffi*^=tm Al s 

5'- cgctatgtcttgcttcagccg -3'(SEQ ID NO:3)>^ IE IrI 51 , ^^"WM A2 5'- 
ggccctagcgggtttcccaag -.3'(SEQ ID NO:4)^ Ir3 ? I . PGR , PGR ^i^i^ ^ 

93 °C 4 ^1+, Bi:tUi 93 'C 1 68 ^ 1 72 'C 1 ^^m^ 35 , 

:lM72'C|i#5:5J-#l'o fe^;^i!l#SlJ6tlPCR>ta, 1000 

10 ap^fistiaw/ts. 

2. PCRJ^i^6<J?!li;=? 

mia±mn&JB&^ cDNA JiJ-^ pGEM-T™^#(Promega)^^, ^iti^^ 
^FB JM103 , m QIAprep Plasmid i^^J:^(QIAGEN)$i^J^3^, m^^^^^^ 
^T^^J^(Phannacia)5^t«A>taa^T^(«]m3^!j«^^. PGR Jl^^^T^^T 

15 '^3i^^S#j^o m SequiTherm EXCEL DNA 0 (Epicentre 
Technologics)y(i^lkmmm^^l'm^m^> W^±^ cDNA ^ 990bp . 

W^^n% SEQ ID NO:l o 

cgctatgtct tgcttcagcc gcccaaaata caagaccggg gacctggtgt ttgccaaatt 60 

aaagggctat gcccattggc cagcgaggat tgaacatgtc actgaaccca accgctacca 120 

20 ggtgttcttc ttcgggaccc atgagaccgc cctgctgggc cccaagcacc tttttcctta 180 

tgaggagtcc aaggagaggt tcggcaagcc taacaagagg cgcggcttca gtgaggggct 240 

gtgggagatc gagcacgacc ctatggctga ggcctcccct tgcctgtgcc cagatgagga 300 

gcagctttgt gccgaggagc cagggccagg agaggagcca gagccggggc aggagctgga 360 

gccggaatcc aggcctgagc tggaatccat gcctgagctg gaggcagaac cgaggcctga 420 

25 gaaagagtgt gagcaggagc cggagcagga gccggagcag gagctggagc aggagccgga 480 

gctggagccg gagccggagc cggagccgga gccggagccg gagcccgagc ccgagccgga 540 

gccggagccc cagcctgcct atgacctact ggatgccaag gaggagcctg gcctcattga 600 

ggccgagcca ggagatcagc aagccgagca agtgcgagag cagcacgctg aagctgaggt 660 

catggctgta gtggaggagc cggagagtct gaagaggagc gcggaggatg aacagcctca 720 

30 cagtcctccc aaacggccca gggaggcggc gcctggcgcg ctggagatgg agccggctgg 780 

agagcgcgag gcagaggcct gccccttcgt ggaggagcct gaccaagccc aggaacagca 840 

gactccgttg gaagaagagg ccacagagga ggcagtccag ggcctgatgg ttggagaaat 900 

cgaaggcctg tagtcacggt gtctgtaaaa gagccctctc tacccgttcc tggtgccacc 960 
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# # ma 

tggctgtggc ttgggaaacc cgctagggcc 990 
(SEQ ID NO: 1) 

m*g#i!J6«J^-|^cDNAj^Jijm#tii HDGF5 H^U^m^M. ^302^%mB. 

^m.mm^mw JUL SEQ w lioa o 

5 

MSCFSRPKYK TGDLVFAKLK GYAHWPARIE HVTEPNRYQV FFFGTHETAL 50 

LGPKHLFPYE ESKERFGKPN KRRGFSEGLW EIEHDPMAEA SPCLCPDEEQ 100 

LCAEEPGPGE EPEPGQELEP ESRPELESMP ELEAEPRPEK ECEQEPEQEP 150 

EQELEQEPEL EPEPEPEPEP EPEPEPEPEP EPQPAYDLLD AKEEPGLIEA 200 

10 EPGDQQAEQV REQHAEAEVM AWEEPESLK RSAEDEQPHS PPKRPREAAP 250 

GALEMEPAGE REAEACPFVE EPDQAQEQQT PLEEEATEEA VQGLMVGEIE 300 

GL 302 

(SEQ ID NO:2) 



15 ^mm 2 

mX HDGF5 fitliiSi^S^E Non-redundant GenBank+ EMBL +DDBJ+PDB ^ 
Non-redundant GenBank CDS translations+PDB+SwissProt+Spupdate+PIR 

mmm^m blast m:^m^nmi^mo hdgf mm^mmm^moiATH 

20 region , for homologous to the amino terminus of the HDGF);Br^i^;K'^^ii» ^ 

ik^^T^mmj^^ m^mwn, m:^:km^x hdgfs ^mm^m^ hdgf m 

m^^^^^^^MWM'&c, #J5LP&@'t'AHDGF5 H HDGF^J^^^^^^S 

^(HDGF)0i^. Mm^^mmmmmuti^^'^mo 
■fe, HDGF ^m^^mmm^^^^^'\^B^B^mMmwm?f±^^mu 
30 ^r^^^^. mm hdgf :f^isLisLmm'f^mmmm, nmMiE'^mm.i^mm 

m^MW^af^ffl.^n: W{£^SMC^^^Cos-7> Swiss-3T3 > HiiH-7 . 7.1.1 
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^m^^>^Wt, UilJ^^ife^g6' ^)|t2^:^BjHDGF5 6<lNl^-^A6<I^'t:HDGF 

Jtb^h. 2is::^BjAHDGF5;^m(ii5^i??'J^S:JCm>?iJ)RrU^^^IA^^» I^Ai^ 
]^AHDGF5 6<I^i^zK¥^^W^'JAHDGF5 6<l3i;g^]&o ^:g:BJ6tlA HDGF5 M 
a^^mtt^JIkWmBriUSfi^^^A, l^t&jltsg'i^^HAHDGFS^^. ^x^fg 

HDGF5 i9£:^J©tFlr'=t' 
15 + . :|^ii«iHDGF5 6«IcDNAj^^!j^5{irm^T^DNAm^!jfi<l5'^ 

El: 5'-gcaggatccatgtcttgcttcagccgc-3' (SEQ ID NO:5) 

^Bm^m BamHI PafiJ'14F«3-^SI6tl®|t;0'e£^ . :&t^SS«^^:^M;^*^^ 

20 ^5i^jFi^6<i HDGF5 mm^nify^^m'^mmh 

ym^\^^^\]^: E2: 5'- ccgaagcttcaggccttcgatttctcc-3' (SEQ ID NO:6) 

T^^m^m Hindni mM^Pi^mmm-mu^^ mw^±=?^ hdgfs eti^ 

^I^±6<JPB^J'I4|*I^SI BamHI . Hindlll fKlSltll^^MiS^ ^ffl^^ii^^ 
25 pQE-9(Qiagen Inc., Chatsworth, CA)±mM\1S^^^J0mmW^^^ T^m^LmW^^ 

(P/O). — ^:^«I#^-^'©:^(RBS)^ — >h6-^^^^-iB^(6-His)lJ4SPS^mrt-ej 

ffl BamHI ^ Hindlll ^gifc pQE-9 mWRI^^f^^M^k^, mBM^m^o 
30 ffl^^M-a-^^'HsU^i Qiagen , "^p^n^^ M15/rep4 m E.coli llt5{c, M15/rep4 
-^^^^JA6«3M5^pREP4, ^^3ilacI|5Eili^^^=^-^aPI|«trL'|4(Kan')o 
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:^ Amp(100 P g/ml)^Kan(25 y g/ml)6<] LB^#^#a'f 3i^:it#(0/N) 

'^ffMi^Etf6<iP0ttii^'HsT^it. ii^(o/N)m#^i^ 1 : 100-1 : 250 mm^ 

5 ^f|#,^j5^^l'ilJ:fc#fRJ^#S4'»J^^^JJ&^-fe^600^^S(OD6oo)^ 0.4-0.6 

B^, ilPA iPTG( " ^nm^i^-^ -D-^^mf" )m^mm^ iwm , ssi^ lad 
B^, BiM^^c^(6ooo X g , 2o^i^)o ^^mmmmm^m^ 

6M Stmillt^'. ^ft^. mii^lB'e&'g- 6-His ^iai^gS^^^-^fKl^^ 

10 T. m^-^^&mmJkmm^m^mmt^ hdgfs . « 6m ikmaiiKpHs.o);^.^ 
ftsfeiei HDGF5 . pimjim:^i!k}k&mm^^^u^M^o wi^m^mmm^mm 

ffla:Mfliij:(pH5.o)i5feM. MB, mnmrnm^mM-^pBsm^mmMism^^^ 
m i2%m sDs-PAGEjKa^f ^m^ykm&m^i'm.M^^^ 34i48 « 

^m&-, SEQIDNO:2 6<J^^!j— Ul. 

20 ^iSi^J 4 

HDGFS :&%^^J&(CHO ^l&^)>=]='6tl^j& 

:ST^^ifi^4'» mmmWGFS fi<I cDNA i^^J^X^m^^DNA^^^He*! 
3'^6<I PCR*:^=tm5|i^atTrJi, ^# HDGFS cDNA^^SAJnS- 
PCRS.m't''^ffifKl 5'S^=g=^^l^i?^lJ^^: 
25 CI : 5'- gcaaagcttatgtcttgcttcagccgc-3' (SEQ ID NO: 7) 

mm'^ift^^ HDGF5 m^J¥mti^ is ^m^^M-, 

C2 : 5'-ccgggatcccaggccttcgatttctcc-3'(SEQ ID NO: 8) 
30 ^^m^^ BamHI Pg^»Jttf*|-K@l6<3il^^^^ -4*ia#^ih^^ HDGFS 
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^^(p-CMV)s — >hsp6j^^^^ — >hsv40B^^. — ^ SV40 inM-^-^^^ 

ffi Hindiii m BamHi m^t pcDNA3 ^#zi«A>ts» mmmmA)^B.^^M 

pcDNAS ^Mffi^^M'^i^^^'tt: E.coliDHS a Amp 6<J LB i§ 

#M±^3l^^^4fc?. ^#Jq Amp(100 U g/ml)6<JLB^^'f2^^#S'f3i^^#(0/N) 

10 B^vE HDGF5 6*1 cDNA )^m.E.iE^MX7^i^o 

m'^^Pk CHO ^mjt^fll^^^*. ffi Lipofectin T35;|f!l:^(GiBco Life)S^To 

m^mmtio ^G4i8, mm^i^^^i Mm^^mmmm^nm, t^^m^^^ 
15 ^t^ik^mmR±m. mmpmm:^^Mmm^ o.o5%Triton m 

50mMTrisdHCl(pH7.6)^^^¥^^S^5fel8i^. m^m^mm Superdex G-75 ft 
ilfe^±3^^S6*l?^'l4itoffi^ffi 50mMTrisdHCl(pH8.0)^#ff6«l DEAE-Sepharose , 
l^-^O-lMNaClfi^I 50mMTrisdHCl(pH8.0)^?^^i5feMi^^f^JK^I^. iBC*±it 

20 

^ 12%6<I SDS-PAGE«fi!ia^f 34148 . 

jJfe^h , ffl^^^^xt^iiS a e<j N 1^^ c 10 >hm^m-i^ 

^ilJ^, SEQ ID NO:2 fi^JJ^Jd— SSC. 

25 ^ii^J 5 

^=ifmm^mmn^'^B^mo ^nm sds-page ^jk^^^s^^t^i^' 

^^1c#:m>y.^)Ktt;!]T.^^^^^6«I^^Freund'sfe^JIL4fcoffl 50-100 n g/0.2ml 

fi<J|5l#ln:it, 5l?f/lN^lii 50-100 u g/O.2ml6tl^J*^tfMmi*I?±I^U^J03^^i!^«' ^ 
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<iio> fifi:^^ 

<i2o> ASfeffF^flj^^-KiHT 5 X «is?s^yy> 

<130> 017216 
<160> 8 

<170> Patentin version 3.0 

<210> 1 

<211> 990 

<212> DNA 

<213> € A (Homo sapiens) 
<220> 

<22l> CDS 

<222> (5).. (910) 

<400> 1 

cgct atg tct tgc ttc age cgc cca aaa tac aag acc ggg gac ctg gtg 49 
Met Ser Cys Phe Ser Arg Pro Lys Tyr Lys Thr Gly Asp Leu Val 
1 5 10 15 

ttt gcc aaa tta aag ggc tat gcc cat tgg cca gcg agg att gaa cat 97 
Phe Ala Lys Leu Lys Gly Tyr Ala His Trp Pro Ala Arg He Glu His 
20 25 30 

gtc act gaa ccc aac cgc tac cag gtg ttc ttc ttc ggg acc cat gag 145 
Val Thr Glu Pro Asn Arg Tyr Gin Val Phe Phe Phe Gly Thr His Glu 
35 40 45 

acc gcc ctg ctg ggc ccc aag cac ctt ttt cct tat gag gag tec aag 193 
Thr Ala Leu Leu Gly Pro Lys His Leu Phe Pro Tyr Glu Glu Ser Lys 
50 55 60 

gag agg ttc ggc aag cct aac £iag agg cgc ggc ttc agt gag ggg ctg 241 
Glu Arg Phe Gly Lys Pro Asn Lys Arg Arg Gly Phe Ser Glu Gly Leu 
65 70 75 

tgg gag ate gag cac gac cct atg get gag gcc tec cct tgc ctg tgc 289 
Trp Glu He Glu His Asp Pro Met Ala Glu Ala Ser Pro Cys Leu Cys 
80 85 90 95 

cca gat gag gag cag ctt tgt gcc gag gag cca ggg cca gga gag gag 337 
Pro Asp Glu Glu Gin Leu Cys Ala Glu Glu Pro Gly Pro Gly Glu Glu 
100 105 110 
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cca gag ccg ggg cag gag ctg gag ccg gaa tec agg cct gag ctg gaa 
Pro Glu Pro Gly Gin Glu Leu Glu Pro Glu Ser Arg Pro Glu Leu Glu 
115 120 125 



385 



tec atg cct gag ctg gag gca gaa ccg agg cct gag aaa gag tgt gag 
Ser Met Pro Glu Leu Glu Ala Glu Pro Arg Pro Glu Lys Glu Cys Glu 
130 135 140 



433 



cag gag ccg gag cag gag ccg gag cag gag ctg gag cag gag ccg gag 
Gin Glu Pro Glu Gin Glu Pro Glu Gin Glu Leu Glu Gin Glu Pro Glu 
145 150 155 



481 



ctg gag ccg gag ccg gag ccg gag ccg gag ccg gag ccg gag ccc gag 
Leu Glu Pro Glu Pro Glu Pro Glu Pro Glu Pro Glu Pro Glu Pro Glu 
160 165 170 175 



529 



ccc gag ccg gag ccg gag ccc cag cct gcc tat gac eta ctg gat gcc 
Pro Glu Pro Glu Pro Glu Pro Gin Pro Ala Tyr Asp Leu Leu Asp Ala 
180 185 190 



577 



aag gag gag cct ggc etc att gag gcc gag cca gga gat cag caa gcc 
Lys Glu Glu Pro Gly Leu He Glu Ala Glu Pro Gly Asp Gin Gin Ala 
195 200 205 



625 



gag caa gtg cga gag cag cac get gaa get gag gtc atg get gta gtg 
Glu Gin Val Arg Glu Gin His Ala Glu Ala Glu Val Met Ala Val Val 
210 215 220 



673 



gag gag ccg gag agt ctg aag agg age gcg gag gat gaa cag cct cac 
Glu Glu Pro Glu Ser Leu Lys Arg Ser Ala Glu Asp Glu Gin Pro His 
225 230 235 



721 



agt cct ccc aaa egg ccc agg gag gcg gcg cct ggc gcg ctg gag atg 
Ser Pro Pro Lys Arg Pro Arg .Glu Ala Ala Pro Gly Ala Leu Glu Met 
240 245 250 255 



769 



gag ccg get gga gag egc gag gca gag gee tgc ccc ttc gtg gag gag 
Glu Pro Ala Gly Glu Arg Glu Ala Glu Ala Cys Pro Phe Val Glu Glu 
260 265 270 



817 



cct gac caa gee cag gaa cag cag act ccg ttg gaa gaa gag gcc aca 
Pro Asp Gin Ala Gin Glu Gin Gin Thr Pro Leu Glu Glu Glu Ala Thr 
275 280 285 



865 



gag gag gca gtc cag ggc ctg atg gtt gga gaa ate gaa ggc ctg 
Glu Glu Ala Val Gin Gly Leu Met Val Gly Glu He Glu Gly Leu 
290 295 300 



910 
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tagtcacggt gtctgtaaaa gagccctctc tacccgttcc tggtgccacc tggctgtggc 970 
ttgggaaacc cgctagggcc 990 



<210> 2 

<211> 302 

<212> PRT 

<213> € A (Homo sapiens) 

<400> 2 

Met Ser Cys Phe Ser Arg Pro Lys Tyr Lys Thr Gly Asp Leu Val Phe 
1 5 10 15 



Ala Lys Leu Lys Gly Tyr Ala His Trp Pro Ala Arg lie Glu His Val 
20 25 30 



Thr Glu Pro Asn Arg Tyr Gin Val Phe Phe Phe Gly Thr His Glu Thr 
35 40 45 



Ala Leu Leu Gly Pro Lys His Leu Phe Pro Tyr Glu Glu Ser Lys Glu 
50 55 60 



Arg Phe Gly Lys Pro Asn Lys Arg Arg Gly Phe Ser Glu Gly Leu Trp 
65 70 75 80 



Glu He Glu His Asp Pro Met Ala Glu Ala Ser Pro Cys Leu Cys Pro 
85 90 95 



Asp Glu Glu Gin Leu Cys Ala Glu Glu Pro Gly Pro Gly Glu Glu Pro 
100 105 110 



Glu Pro Gly Gin Glu Leu Glu Pro Glu Ser Arg Pro Glu Leu Glu Ser 
115 120 125 



Met Pro Glu Leu Glu Ala Glu Pro Arg Pro Glu Lys Glu Cys Glu Gin 
130 135 140 



Glu Pro Glu Gin Glu Pro Glu Gin Glu Leu Glu Gin Glu Pro Glu Leu 
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145 150 155 160 



Glu Pro Glu Pro Glu Pro Glu Pro Glu Pro Glu Pro Glu Pro Glu Pro 
165 170 175 



Glu Pro Glu Pro Glu Pro Gin Pro Ala Tyr Asp Leu Leu Asp Ala Lys 
180 185 190 



Glu Glu Pro Gly Leu lie Glu Ala Glu Pro Gly Asp Gin Gin Ala Glu 
195 200 205 



Gin Val Arg Glu Gin His Ala Glu Ala Glu Val Met Ala Val Val Glu 
210 215 220 



Glu Pro Glu Ser Leu Lys Arg Ser Ala Glu Asp Glu Gin Pro His Ser 
225 230 235 240 



Pro Pro Lys Arg Pro Arg Glu Ala Ala Pro Gly Ala Leu Glu Met Glu 
245 250 255 



Pro Ala Gly Glu Arg Glu Ala Glu Ala Cys Pro Phe Val Glu Glu Pro 
260 265 270 



Asp Gin Ala Gin Glu Gin Gin Thr Pro Leu Glu Glu Glu Ala Thr Glu 
275 ' 280 285 



Glu Ala Val Gin Gly Leu Met Val Gly Glu He Glu Gly Leu 
290 295 300 



<2I0> 3 

<211> 21 

<212> DNA 

<213> AXi^yil 

<220> 

<221> misc^feature 

<223> ^m 
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<400> 3 

cgctatgtct tgcttcagcc g 



<210> 4 

<211> 21 

<212> DNA 

<213> AXJ^n 

<220> 

<221> inisc_feature 
<223> 



<400> 4 

ggccctagcg ggtttcccaa g 



<210> 5 

<211> 27 

<212> DNA 

<213> AI^^ 

<220> 

<221> misc_feature 
<223> 



<400> 5 

gcaggatcca tgtcttgctt cagccgc 



<210> 6 

<21I> 27 

<212> DNA 

<213> AT-Ifn 

<220> 

<221> n»isc_feature 

<223> 



<400> 6 

ccgaagcttc ^gccttcga tttctcc 



<210> 7 

<2U> 27 
<212> DNA 
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<2i3> xjii^n 

<220> 

<221> nisc_feature 

<223> ^m 

<400> 7 

gcaaagctta tgtcttgctt cagccgc 27 

<210> 8 

<211> 27 

<212> DMA 

<213> xx.ffn 

<220> 

<221> iDisc_feature 

<223> 



<400> 8 

ccgggatccc aggccttcga tttctcc 



27 
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-a «^ PS- @ 



A HDGF5 

/jNi,HDGF 

:feiaHDGF 

AHDGF 

AHRPl 

AHRP3 

/Mi.HRP3 

/MI,HRP2 

ARHDGF3 



MSCFSRPK-YKTGDLVFAKLKGYAHWPARIEHVTEP- 
MSCFSRPK-YKTGDLVFAKLKGYAHWPARIEHVTEP- 



-NRYQVFFFGTHETAFLGP 53 
-NRYQVFFFGTHETALLGP 53 



MSCFSRSK-YKTGDLVFAKLKGYAHWPARIEHVAEA NRYQVFFFGTHETALLGP 53 

MSRSNRQKEYKCGDLVFAKMKGYPHWPARIDEMPEAAVKSTANKYQVFFFGTHETAFLGP 60 
MSRSNRQKEYKCGDLVFAKMKGYPHWPARIDEMPEAAVKSTANKYQVFFFGTHETAFLGP 60 
MSRSNRQKEYKCGDLVFAKMKGYPHWPARIDEMPEAAVKSTANKYQVFFFGTHETAFLGP 60 
MSRSNRQKEYKCGDLVFAKMKGYPHffPARIDEMPEAAVKSTANKYQVFFFGTHETAFLGP 60 
-MARPRPREYKAGDLVFAKMKGYPHWPARIDELPEGAVKPPANKYPIFPFGTHETAFLGP 59 
-MARPRPREYKAGDLVFAKMKGYPHWPARIDELPEGAVKPPANKYPIFFFGTHETAFLGP 59 

MPHAFKPGDLVFAKMKGYPHWFARIDDIADGAVKPPPNKYPIFFFGTHETAFLGP 55 

MPHAFKPGDLVFAKMKGYPHWPARIDDIADGAVKPPPNKYPIFFFGTHETAFLGP 55 



AHDGF5 KHLFPYEESKERFGKPNKRRGFSEGLWEIEHDPMAEASPCLCPDEEQLCAEEPGPGEEPE 113 

AHHRP KHLFPYEESKERFGKPNKRRGFSEGLWEIEHDPMVEASPCLCPDEEQLCAEEPGPGEEPE 113 

/Jn^HRPI RHLFPYEESKEKFGKPNKRRGFSEGLWEIEHDPMVEASSSLCSEEDQSYTEDPGLAEEPE 113 

/hK.HDGF KDLFPYEESKEKFGKPNKRKGFSEGLWEIENNPTVKASGYQSS-QKKSCAAEP 112 

:^aHDGF KDLFPYEESKEKFGKPNKRKGFSEGLWEIENNPTVKASGYQSS-QKKSCAEEP 112 

AHDGF KDLFPYEESKEKFGKPNKRKGFSEGLWEIENNPTVKASGYQSSHJKKSCVEEP 112 

AHRPl KDLFPYEESKEKFGKPNKRKGFSEGLWEIENNPTVKASGYQSS-QKKSCVEEP 112 

AHRP3 KDLFPYKEYKDKFGKSNKRKGFNEGLWEIENNPGVKFTGYQAIQQQSSSETEGEGGNTAD 119 

/Jn^HRP3 KDLFPYKEYKDKFGKSNKRKGFNEGLWEIENNPGVKFTGYQTIQQQSSSETEGEGGNTAD 119 

/Jn WL HRP2 KDLFPYDKCKDKYGKPNKRKGFNEGLWEIQNNPHASYSAPPPVSSSDSEAPEADLGCGSD 115 

:feaHDGF3 KDLFPYDKCKDKYGKPNKRKGFNEGLWEIQNNPHASYSAPLPVSSSDSEAPEADLGGGSD 115 



m 1 



